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The annotation editor. 
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Select parameters "Data Scaling" dialog box. 
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The Choose experiments dialog box. 
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The "Select Experiments to plot" dialog box for the variance histogram. 
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The Variance Histogram with two bars selected. 
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The "Enter Correlation Values" dialog box. 
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Correlation histogram parameters dialog box. 
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The "Classify Experiments" dialog box. 
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The Cluster Tree analysis view. 
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Remove experiment class dialog box. 
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